Supplemental Experimental Procedures
by replacing its BsaBI-MluI fragment with that of pJV12-A1492C. Plasmid pWL160-2 was constructed similarly by inserting the BglII-BglII fragment of pJV12. All plasmids were confirmed by sequencing. Yeast transformation was accomplished using standard protocols (Gietz et al., 1992) .
Supplemental References
Beltrame, M., Henry, Y., and Tollervey, D. (1994) . Mutational analysis of an essential binding site for the U3 snoRNA in the 5' external transcribed spacer of yeast pre-rRNA. Nucleic Acids Res 22, 5139-5147. Brachmann, C. B., Davies, A., Cost, G. J., Caputo, E., Li, J., Hieter, P., and Boeke, J. D. (1998) . Designer deletion strains derived from Saccharomyces cerevisiae S288C: a useful set of strains and plasmids for PCR-mediated gene disruption and other applications. Yeast 14, 115-132. Galani, K., Nissan, T. A., Petfalski, E., Tollervey, D., and Hurt, E. (2004) . Rea1, a dynein-related nuclear AAA-ATPase, is involved in late rRNA processing and nuclear export of 60 S subunits. Overexposure of northern blots in Figure 3C to detect pre-rRNA processing intermediates (quantification shown in Figure 3B ). Expression was induced at t=0 with galactose and turned off at t=30 with glucose (np = no plasmid). Upper panel: Total RNA was probed with FL128, complementary to the 25S tag. Lower panel: total RNA was probed with FL125, complementary to the 18S tag. G530  G577  U534  U581  A1492  A1755  A2451  A2816  C2452  C2817  U2585  U2950 
